Gilies de la Tourette syndrome is a heritable neuropsychiatric disorder. In order to determine the chromosomal localisation of the locus involved, genetic linkage studies were initiated in six extended families. The Gilies de la Tourette gene has been tentatively assigned to chromosome 18q22
obsessive compulsive behaviour and copro-and echophenomena are observed.'
There is strong evidence that GTS is genetically determined. The exact mode of inheritance, however, is still a matter of discussion. Both single major locus and multifactorial models have been proposed. 1The most widely held hypothesis states that a single autosomal dominant gene with reduced penetrance is involved.6 However, it has been discussed that associated behavioural symptoms should be considered as variant expressions of the presumed genetic defect responsible for GTS. There is general agreement that the chronic tic syndromes, according to DSMIII-R criteria,' in families afflicted with GTS are variant phenotypes of the GTS gene defect. 2 Comings et al' presented evidence for the localisation of the GTS gene. They reported a 46,t(7;18) (q22;q22. 1) reciprocal translocation in six relatives suffering from GTS. No support for linkage was found between the breakpoint on chromosome 7q22 and the COLA1 locus at 7q21.3-q22. 1 17 and shown to map to chromosome 18. Markers pJ2 (TCRB), Cgamma (TCRG), pMetH (MET), NJ3 (COLA 1), pTHH28 (D7S371), pRMU7.4 (D7S370), pYNB3. IR (D7S372), C33 (D7S126), TMI02L (D7S135), and pB79A (D7S13) have previously been ma,pped on chromosome 7 and used in a linkage map.' In our present study they were used as reference points for chromosome 7. These markers were kindly provided by Drs T W Mak, R White, P Tsipouras, Y Nakamura, L Tsui, and J Schmidtke, respectively. Markers pXV-2C (D7S23) and TN127 (D7S144) have been described previously and shown to map to chromosome 7 9 To avoid possible mapping errors we did not include marker C33 in the multipoint analysis. Marker TN 127, not on the primary linkage map of O'Connell et al,'8 was mapped using our family material and added to the combined linkage map (fig 1) .
For none of the markers tested on chromosome 7 did we find evidence for linkage, including the COLA1 locus which is located proximal to the EPO locus at 7q21 and thus must be located proximal to the presumed breakpoint of the translocation. 24 Centimorgans definitelv excluded on either site of the tested marker. A lod score of -2 or less was assumed as definite proof of exclusion. contributed to the negative lod scores on both chromosomes. Currently, we are performing collaborative genetic linkage studies on other parts of the enome in order to find the location of the GTS gene. 5 Chromosomal rearrangements in families suffering from GTS could facilitate the localisation of the GTS gene, but should be followed by extensive linkage studies in order to obtain definite proof for genetic linkage. 
